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COMPARISON OF SIMULATION ALGORITHMS
In (2009), we assume EFS ∼ Exp(0.284), OS 1 ∼ Exp(0.075), and OS 2 ∼ Exp(0.128). All patients start non-exposed. Following relation (9) we simulate 1000 studies each including 95 patients. For each study the Kaplan-Meier estimator for overall survival is computed. The results are given in the left panel of Figure S1 . As proven in their Theorem 5, the algorithm on average generates data complying with the overall survival function given as red line. An exemplary excerpt of the data structure within each generated dataset is as follows: We observe that the algorithm generates a latent structure assuming a time-to-exposure for each patient. Further, death may preclude exposure (e.g., for ID 2). Both lead to sampling spaces impossible in real life. Another drawback is that the structure does not discourage improper statistical analyses. For instance, a Kaplan-Meier analysis for the (hypothetical) times OS 1 or TTE may be performed. In other words, sampling spaces impossible in real life do not guide understanding and statistical modeling of such problems.
Using a multistate perspective based on an illness-death model without recovery, the above-mentioned specifications lead to a constant hazards setting, i.e., 01 = 0.284, 02 = 0.075, and 12 = 0.128 with ( 0 = 0) = 1. We now apply the algorithm of Gill & Johansen (1990) outlined at the beginning of Section 4 and also compute the Kaplan-Meier estimator for overall survival for each study. Following the right-hand panel of Figure S1 , we see that both algorithms (on average) lead to the same and correct overall survival specification. The equivalence between Theorem 5 of Fleischer et al. (2009) and 02 using relation (3) has been proven elsewhere 3 . An exemplary excerpt of the data structure (as required for the etm package) within each generated dataset is as follows:
id entry exit from to It is obvious that this structure is more parsimonious following the principles of Occam's razor. In particular, the algorithm exclusively generates real world times. For instance, individuals 1 and 2 die after exposure, whereas individual 3 dies without prior exposure. This is in line with the population quantity in relation (8). In our opinion, the data structure also complies with the intuitive timing of events. 
